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Fig. 5 Nucleotide sequence encoding SAK 1 protein 



GAACTTAAGGAAGATATACATATGTCAAGTTCATTCGACAAAGGAAAATAv 

TAAAAAGGGCGATGACGCGAGTTATTTTGAACCAACAGGCCCGTATTTGAT 

GGTAAATGTGACTGGAGTTGATGGTAAAGGAAATGAATTGCTATCCCCTCA 

5 TTATGTCGAGTTTCCTATTAAACCTGGGACTACACTTACAAAAGAAAAAAT 
TGAATACTATGTCGAATGGGCATTAGATGCGACAGCATATAAAGAGTTTA 
GAGTAGTTGAATTAGATCCAAGCGCAAAGATCGAAGTCACTTATTATGATA 
AGAATAAGAAAAAAGAAGAAACGAAGTCTTTCCCTATAACAGAAAAAGGT 
TTTGTTGTCCCAGATTTATCAGAGCATATTAAAAACCCTGGATTCAACTTA 

1 0 ATT AC AAAGGTTGTTATAG AAAAG AA ATAA AACAAAATAGTTGTTTATTAT 
AGAAAGTAATGTCTTGATTGAATATGTGTAGTGAAATTATCTTTCATCAAA 
TTCTCATTCATGCACGAATGGTTCTGCCCCACCTAATCAGATATTACGTGA 
CTTATGGGGAGAAATCAGTTTGGATAAAAGTGGAGGATCCAGTAGCCG ( 

606 nucleotides) 
15 Oligo's : 

SAK-3 primer: 

S'-GAACTTAAOGAAGATATACATATGTCAAGTTCATTCGACAAAGGA-S' 

(45 mer ) 

S AK-2 primer : 

20 5'- CGGCTACTGGATCCTCCACTTTTATCCAAACTGATTT -3' ( 38 mer ) 
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Fig. 6 Nucleotide sequence encoding SAK-2 protein 



GAACTTAAGCATATGAAAGGAAAATATAAAAAGGGCGATGACGCGAGTTA 
;TTTTGAACCAACAGGCCCGTATTTGATGGTAAATGTGACTGGAGTTGATGG 
TAAAGGAAATGAATTGCTATCCCCTCATTATGTCGAGTTTCCTATTAAACC 
TGGGACTACACTTACAAAAGAAAAAATTGAATACTATGTCGAATGGGCAT 
TAGATGCGACAGCATATAAAGAGTTTAGAGTAGTTGAATTAGATCCAAGC 
GCAAAGATCGAAGTCACTTATTATGATAAGAATAAGAAAAAAGAAGAAAC 
GAAGTCnrCCCTATAACAGAAAAAGGTTTTGTTGTCCCAGATTTATCAGA 
GCATATTAAAAACCCTGGATTCAACTTAATTACAAAGGTTGTTATAGAAAA 
GAAATAAAACAAAATAGTTGTTTATTATAGAAAGTAATGTCTTGATTGAAT 
ATGTGTAGTGAAATTATCTTTCATCAAATTCTCATTCATGCACGAATGGTTC 
TGCCCCACCTAATCAGATATTACGTGACTTATGGGGAGAAATCAGTTTGGA 

TAAAAGTGGAGGATCCAGTAGCCG ( 582 nucleotides ). 

Oligo's : 
SAK-4 primer : 

5'- GAACTTAAGCATATGGCTGGAGCTTATAAAAAGGGC -3' (36 mer) 
SAK-2 primer : 

2. 5'- CGGCTACTGGATCCTCCACmTATCCAAACTGATTT -3' (37 mer) 
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Fig. 10 Sequences encoding of SAK, SAK-1 and SAK-2 proteins 



TCAAGTTCATTCGACAAAGGAAA 
S^. GAACTTAAGGAAGATATACATATGTC^^GT^^^ 



SAK ATATAAAAAGGGCGATGACGCGAGTTATmGAACCAAC^^ 
SAK-1 ATATAAAAAGGGCGATGACGCGAGTTATTTTG/^CCAACAG^^ 
SAK-2 t TATAAAAAGGGCGATG ACGCGAGTT ATTTTGAACCAACAGGCCCGT 



SAK ATTTGATGGTAAATGTGACTGGAGTTGATGGT/u^AGGAA^ 
SAK-1 ATTTGATGGTAAATGTGACTGGAGTTGATGGTAAAGGAAATO 
SAK-2 ATTTGATGGTAAATGTGACTGGAGTTGATGGTAAAGGAAATGAATTG 

SAK CTATCCCCTCATTA tgtcgagtttcctattaaacctgggactacact 

SAK-l CTATCCCCTCATTA TGTCGAGTTTCCTATTAAACCTGGGACTACACT 
S^:^-2 CTATCCCCTCATTA TGTCGAGTTTCCTATTAAACCTGGGACTACACT 



S AK TACAAAAGAAAAAATTGAATACT ATGTCG AATGGGCATT AGATGCG A 
SAK-1 TACAAAAGAAAAAATTGAATACTATGTCGAATGGGCATTAGATGCGA 
SAK-2 TACAAAAGAAAAAATTGAATACTATGTCGAATGGGCATTAGATGCGA 



SAK CAGCATATAAAGAGTTTAGAGTAGTTGAATTAGATCCAAGCGCAAAG 
SAK-1 CAGCATATAAAGAGTTTAGAGTAGTTGAATTAGATCCAAGCGCAAAG 
SAK-2 CAGCATATAAAGAGTTTAGAGTAGTTGAATTAGATCCAAGCGCAAAG 



SAK ATCGAAGTCACTTATTATGATAAGAATAAGAAAAAAGAAGAAACGAA 
SAK-l ATCGAAGTCACTTATTATGATAAGAATAAGAAAAAAGAAGAAACGAA 
SAK-2 ATCGAAGTCACTTATTATGATAAGAATAAGAAAAAAGAAGAAACGAA 
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SAK GTCTTTCCCTATAACAGAAAAAGGTTTTGTTGTCCCAG'ATTTATCAGA 
S AK- 1 GTCTTTCCCTATAACAGAAAAAGGTTTTGTTGTCCCAGATTTATCAGA 
SAK-2GTCTTTCCCTATAACAGAAAAAGGTTTTGTTGTCCCAGATTTATCAGA 



SAK GCATATTAAAAACCCTGGATTCAACTTAATTACAAAGGTTGTTATAG 
SAK- 1 GCATATTAAAAACCCTGGATTCAACTTAATTACAAAGGTTGTTATAG 
SAK-2GCATATTAAAAACCCTGGATTCAACTTAATTACAAAGGTTGTTATAG 



SAK AAAAGAAATAA 

SAK-1 AAAAGAAATAAAACAAAATAGTTGTTTATTATAGAAAGTAATGTC 
SAK-2 AAAAGAAATAAAACAAAATAGTTGTTTATTATAGAAAGTAATGTC 



SAK- 1 TTG ATTG AATATGTGTAGTGAAATTATCTTTC ATC AAATTCTCATT 
SAK-2 TTGATTGAATATGTGTAGTGAAATTATCTTTCATCAAATTCTCATT 



SAK-l CATGCACGAATGGTTCTGCCCCACCTAATCAGATATTACGTGACT 
SAK-2 CATGCACGAATGGTTCTGCCCCACCTAATCAGATATTACGTGACT 



SAK- 1 T ATGGGGAGAAATC AGTTTGG ATAAAAGTGG AGG ATCCAGT AGCC 
SAK-2 TATGGGGAGAAATCAGTTTGGATAAAAGTGGAGGATCCAGTAGCC 



SAK-1 G 
SAK-2 G 
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Fig. 11 Modification of SAK in SAK-2 



1 10 20 30 40 

SAK SSSFDKGKTKKGDDASYFEPTGPYLMV^fVTGVDGKGNELLSPHYVEFP 
SAK-2 AGATKKGDDASYFEPTGPYLMVNVTGVDGKGNELLSPHYVEFP 

50 60 70 80 90 

SAK EKPGTTLTKEKIEYYVEWALDATAYKEFRVVELAPSAKIEVTYYDKMCK 
SAK-2 IKPGTTLTKEKIEYYVEWALDATAYKEFRVVELAPSAKIEVTYYDKNKK 

100 110 120 130 136 

SAK EETTKSFPITEKGFVVPDLSEHIKNPGFNLITKWIEKK 
SAK-2 EETTKSFPITEKGFVVPDLSEHIKNPGFNLITKVVIEBCK 



